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Fig. 1 Wagner trees showing cladistic relationship among 3 taxa

(A2, A4 and AD). Numbers at branch intersections represent

character state changes resolved by parsimony analysis. Single

lines indicate synapomorphies, double lines indicate parallelisms.
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STUDIES ON THE PHYLOGENETIC RELATIONSHIP
BETWEEN ACTINIDIA CHINENSIS AND A,
DELICIOSA USING CLADISTIC ANALYSIS

Xiong Zhiting
(Wuhan Institute of Botany, Academia Sinica, Wuhan 430074)

Abstract Based on morphology and chromosome number data, three identical
length Wagner trees (length=28) for three evolutionary units, Actinidia chinensis
(including: diploid and tetraploid) and A4. deliciosa are constructed, using parsimony
analysis with species A. eriontha as outgroup. Omne of the three trees, which coin-
cides with the geographical distribution and cytological data of the three taxa, is
considered to reflect the true phylogenetic relationship among the taxa. This tree
shows that 4. deliciosa had evolved from A. chinensis ‘derived from the diploid of
the same species. Although 4. delicioss has been revised as a species, it may be
one of the members of A. chinensis species complex. .
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