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Cloning and sequencing of a cDNA encoding SOD
gene from sweet potato leaf

Huang Ming
(Bivlogy Department, Guangxi Normal University, Guilin 541004)

Zheng Xueqin  Shao Hansuan
(National Key Biotechnology Laboratory for Tropic Crops, Danzhou 571737)

Abstract The total RNA extracted from sweet potato (Ipomcea batatas ) leaf is reverse transcripted to
¢DNA. And then a ¢cDNA encoding sweet potato SOD is doned by PCR technique. Sequencing data
shows that the doned ¢DNA contains an intact region of sweet potato SOD gene which is 459 bp in
length, encoding 152 amino acids. The SOD gene sequence is of 99 percent homology with that from
sweet potato tuberous root.
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I TCGGATCCAAAAATGGTGAAGGCTGTCGCAGTTCTTAGCAGCAGTGAAGGTGTCAGCGGC
1 M v K A v A v L S S N E G v S G
6]l ACCATTTTCTTCAGCCAAGAAGGAGATGGTCCAACCACAGTCACTGGAAACGTTTCGGGC
7 T 1 F F S Q E G D G P T T v T G N v S G
2ICTCAAACCTGGTCTTCATGGCTTCCATGTCCATGCCCTAGGTGACACAACAAACGGATGC
37 L K P G L H G F H v H A L G D T T N G C
BIATGTCTACTGGACCACATTTCAATCCTGCTGGAAAGGAGCATGGAGCTCCTGGAGACGAT
57 M N T G P H F N p A G K E H G A 3 G D D
241 AACCGCCATGCCGGTGATCTTGGAAACATCACGGTTGGAGAAGATGGAACTGCTTCAATC

77 N R H A G D L G N I T v G E D G T A S [
30l ACCATCACTGACAAGCAGATTCCGCTTACTGGAGCAAATTCTATTATTGGAAGAGCTGTT
97 T I T D K Q I P L T G A N S I i G R A v

IGTTGTTCATGGTGATCCCGATGATCTTGGTAAAGGTGGCCATGAGCTCAGCAAAAGCACT
1n v v H G D P D D L G K G G H E L S K S T

21GGAAATGCTGGCGGGAGGGTTGCCTGCGGTATCATTGGCCTGCAGGGTTAAGGTGTCGAC
137 G N A G G R v A C G i 1 G L Q G *

VITT

4 SOD
Fig.4 Nucleotide sequence of sweet potato leaf SOD ¢DNA and the deduced amino acid sequence
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