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Abstract: RAPD-PCR markers were used to investigate the genetic diversity and genetic differentiation among 3 pop-
ulations with different habitats of Aegiceras corniculatum in Guanxi. The results showed that percentage of polymor-
phic band was 20. 2% ,and genetic distances among 3 A. corniculatum populations were 0. 195,0. 169 and 0. 26, re-
spectively,and 0. 208 on average. The percentage of polymorphic band and Shonnon’s diversity index among individ-
uals within the same population had the same trend,and each was 37.28% and 0. 331,20.93% and 0. 225,19. 32%
and 0. 17. A large proportion of genetic variance(62. 3% )of A. corniculatum was among individuals within popula-
tion, while only 37. 7% genetic variance was among populations.
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N ( ,1984) ., 1.3 RAPD-PCR
N N R 100 RAPD 10
s o R » DNA .
, (2001) » RAPD-
(Hartl,1987), PCR 25 pL, Tris-HCI 10. 0
3 ( . N ) mmol/L(pHS. 0), KCI 50. 0 mmol/L,0.1% Tri-
, RAPD tonx-100, 2 5 mmol/L MgCl,, 0.1 mmol/L
, dNTPs,0. 4 ymol/L ,80 ng  DNA ,1 U
, Taq . PCR :94 C 1 min, 36
C 1 min.,72 C 2 min, 40 s
72 °C 7 min, EB 1.4%
1 , 5V/em,2 h,
. RAPD T
1.1 aq
N N 3 °
( . 2 3 RAPD
) Table 2 Amplification of Aegiceras corniculatum
) ° populations in 3 kinds of habitats by RAPD
’ o %)
Percen-
’ 67 hm®, Primer Sequence ofNDOI.\IA ﬁgi}i[ tage
band morphic of poly
° ’ p bands
6 hm® . . 3 S50 GGTCTACACC 22 4 18.18
( S53 GGGGTGACGA 13 4 30.77
S55 CATCCGTGCT 18 0 0
iz L S56 AGGGCGTAAG 16 4 25
1 S66 GAACGGACTC 17 2 11.76
Table 1 Cli A ehem hosical s ch o 8125 CCGAATTCCC 23 6 26. 09
able Climate and chemistry physical as characteristic S141 CCCAAGGTCC 28 7 25
of soils in sampling sites of Aegiceras corniculatum S148 TCACCACGGT 14 9 14. 28
S152 TTATCGCCCC 22 10 45. 45
. . S156 GGTGACTGTG 25 1 4
Classificati Shankou D h Qinzhou
assilication population agulants a population Total 198 40
population Average 19.8 4 20. 2
Organic matter (%)  3.478 3.738 2.514
Total nitrogen (%) 0.079 0.151 0.065 1.4
Total phosphorus (P, O; %) 0.033 0.036 0.033 RAPD ) “17,
Total salt content (%) 20. 65 21.75 22.19 .
‘ ”» ““ ”» M
pH  pH value 5. 14 6. 74 7.1 07, 17 Nei
Longitude (E) 10943 109°14"  108°20’ (Nei ,1979) s UPGMA (un-
Latitude (N) 21°28' 21°26' 21°37' . .
weighted pair group mean average)
Annual temperature(‘C) 22.6 22.4 23.7 o ,
Precipitation (mm) 1796.8  1666.9 3512 (Vierling . 1992). Shannon’s
Chalmers (Chalmers ,1992),
1.2
, 2
4 cm . , 10~20 m 1
’ 10 b ’ 2. l
-20 C R 10 RAPD 3
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Fig. 1 Genomic DNA fingerprints of Aegiceras corniculatum populations in 3 kinds of habitats
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1. Daguansha population; 2. Qinzhou population; 3. Shankou population; M:ADNA EcoR | /Hind [ll. The same below.
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Table 3 Genetic distance of Aegiceras corniculatum
populations in 3 kinds of habitats by RAPD

Daguansha  Qinzhou Shankou
population  population  population

Daguansha population 0 0.805 0.831
Qinzhou population 0. 195 0 0.740
0.169 0. 260 0

Shankou population
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Fig. 2 Molecular dendrogram of Aegiceras corniculatum
populations in three kinds of habitats by RAPD
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Fig. 3 Genomic DNA fingerprints of Aegiceras corniculatum populations in 3 kinds of habitats by S156 RAPD primer
1-10. 5 11-20. ; 21-30. ; M. ADNA EcoR [ /Hind Il N N

1-10. Daguansha population; 11-20. Qinzhou population; 21-30. Sankou population; M. ADNA EcoR | /Hind [[I. The same below.
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Fig. 4 Genomic DNA fingerprints of Aegiceras corniculatum populations in 3 kinds of habitats by S53 RAPD primer
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Table 4 Amplification of Aegiceras corniculatum populations in 3 kinds of 3 habitats by RAPD

Daguansha population Qinzhou population Shankou population

Primer

band polymorphic %) band polymorphic % band polymorphic %
s50 38 18 47.37 23 13 56.52 22 12 54.55
s53 43 13 30. 23 40 20 50 46 6 13.04
850 58 18 31.03 36 16 44, 44 34 14 41.18
s56 31 1 3.23 30 0 0 30 0 0
s66 48 8 16. 67 48 28 58.33 37 17 45.95
s125 24 4 16.67 23 3 13.04 29 9 31.03
sl41 71 11 15.49 60 40 66.67 68 8 11.76
s148 43 3 6.98 40 10 25 50 10 20
s152 40 0 0 37 3 8. 11 35 5 14. 29
s156 75 15 20 68 18 26.47 79 9 11. 39

471 91 405 151 430 90
Total

47.1 9.1 19. 32 40.5 15.1 37.28 43 9 20.93

Average
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Table 5 Genetic diversity of Aegiceras corniculatum .3
populations in three kinds of habitats by RAPD 37 79 62. 3% .
Primer No. Daguan§ha Qinzh(')u Shank(?u °
population population population (2000) 3
$50 0.454 0. 545 0.526
$53 0.282 0.48 0.11
890 0.29 0.424 0.392 °
$56 0.012 0 0 (Taylor
s66 0. 147 0.563 0. 44 1990), ,
s125 0. 147 0.11 0.29
s141 0.135 0. 647 0.098 °
s148 0.049 0.23 0.18 ’ o
s152 0 0.061 0.123
s156 0.18 0. 245 0.094 ’ ’
Average 0.17 0. 331 0.225 ° ’
o (2000)
6 3 Nm=2.187,
Table 6 Genetic diversity with and betweent ’ °
Aegiceras corniculatum populations in 3.3
three kinds of habitats by RAPD analysis ’
o b
Pri (Hsp-H ) ’
rimer Hpop Hsp o0/ Hsp s/pHSgop (Avise ,1996),
$50 0.508  0.619  0.821 0.179 , ,
$53 0.291 0.515 0. 565 0.435
800 0. 369 0.514 0.718 0.282 ’ ¢
$56 0.004 0. 005 0.8 0.2 ’ 4
566 0.383 0.403 0.95 0.05 , ,
s125 0.182 0.454 0.401 0.599
s141 0.293 0.679 0.432 0.568 ’ ’
s148 0.153 0.303 0. 505 0. 495 ’
s152 0.061 0.116 0.526 0.474 s R s
s156 0.173 0. 335 0.516 0. 484
Average  0.242 0.394 623 0.377 °
=5.56), o
(1995) . 1984. [M]. :47—48
Avise JC, Hamrick L. 1996. Conservation Genetics,Case Histories
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um and G. maculates using RAPD markers[ J]. Heredity,69:
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12. 7% . .3 ( 213 Continue on page 213 )
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