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Cloning and identification of APX
gene from Isatis indigotica

SUN Xiao-Dong™ , LI Ai-Ling, HAN Li-Min

( Department of Biological Science and Technology » Shaanxi Institute of Education, Xi'an 710061, China )
Abstract: To construct the recombinant eukaryotic expression plasmid of pTZ57R/T/APX. APX gene was amplified
from the genomic DNA of Isatis indigotica by polymerase chain reaction(PCR). APX gene was then inserted into
pTZ57R/T eukaryote expression vector. The positive colonies were screened and identified by PCR and sequencing.
The specific gene APX which was about 1 257 bp,was successfully amplified and pTZ57R/T-APX were constructed.
The DNA sequence of APX gene was as the same as the APX gene nucleotide sequences published in Genebank.
pTZ57R/ T-APX recombinant was successfully constructed. And the construction provides the basis for the further stud-
y.
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