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Analysis of genetic diversity on Pteris vittata L.
populations from Guangxi limestone area
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Abstract: Population genetic diversity and allele spatial distribution of Pterss vitatta from Guangxi limestone area
were studied by allozyme electrophoresis. Eight enzyme systems and 15 loct were screened. The results showed
that the genetic diversity of Pteris vitatta populations from Guangxi limestane area was high ,the mean number of
alleles per locus was 1. 67, polymorphic loci was 57. 7827 ,the mean expected heterozygasity was 0. 249. There

were difference in genetic variation among populations and no correlation between difference and spanal distance.
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Table 1 The allele frequency in 15 loci of Preris wittata populations
i HE ¥E L A4 EE HH o A BT B %
Locus Gulin Yanshan Yongfu Luzha Liuzhou Liucheng Wuming MNanning Longan
Amp 1 1 I 1 I 1 1 1 1
Dia-1 1 1 I 1 I 1 1 1 1
Dra-2A 0.5 0. 408 0. 462 0. 433 0. 363 0. 639 0. 362 0.312 0. 297
Dia-2B 0. 375 a. 329 0. 288 Q.2 D. 387 0. 114 0. 425 D- 263 0. 350
Dia-2C a.123 0. 263 0.25 0. 367 0.25 0. 227 4.213 0.425 Q. 344
a-3 1 1 1 I 1 1 1 1 1
Idh-A o 15 0.8895 0. 937 0.033 0.85 0. BTS 1 0.962 1
Idh-B 0. B% 0. 145 0. 063 0. 967 0.15 0. 125 0 Q0. 038 [¢]
Mdh-1 1 1 I 1 1 1 1 1 I
Mdh-2A 0. 25 0. 645 Q.7 0. 25 0. 663 0. 614 0. 73 0.75 0. 594
Mdh-28 0.75 0. 355 o3 0.75 0. 337 0. 386 Q.25 0. 25 0. 404
Mdh-3A I 1 1 1 0 0. 081 1 1 I
Mdh-3B Q ¢] 1] 0 1 0.4909 ] Q ]
Pgd-1 1 1 1 1 I 1 1 I
Pgd-2A 0.5 0.5 0. 475 {0.533 0.5 0.5 0.3 (L 0.5
Pgd-2B a.5 0.5 0.525 0. 467 4.5 0.5 0.5 0.5 0.5
Pgi-1A 0. 337 0.5 0. 413 0.733 0. 25 0.5 0. 68T 0. 663 0. 635
Pg1-1B I 663 0.3 0. 587 0. 267 0. 75 0.5 0. 313 0. 337 0. 344
Pgi-ZA 0. 613 0. 558 0. 625 Q.35 0. 325 0. 455 0. 75 0.775 0. 710
Pg1-213 0. 387 0. 342 0. 375 0. 45 0. 675 0. 545 0. 25 0. 225 0. 281
Ppm-TA 0. 45 Q. 289 0.387 Q0. 033 01 6] 0. 375 0.375 0- 406
Pgm-1R 0. 55 0. 711 0.713 Q. 987 0.775 0.773 0. 625 0.625 0.594
Pgm-1C Q o] o ¢} 0.125 0. 227 o a o
Pgm-24& 0. 475 0. 211 0.3 0. 433 0. 263 Q0. 341 0. 55 0.6 0.625
Pgm-2B 0.3 0. 789 0.7 0.5 0. 737 0. 659 0. 45 0.4 0. 375
Pgm-2C 0. 025 ] o 0. D87 1] ¢] o 0 o
Skd-A 1] 0. 118 0 0 Q 6] o 1] 0
Skd-B 0. 987 0. 882 LA 1 0. 413 0. 568 1 0. 975 0. 35
Skd-C 0. Q13 &) 01 6] 0. 587 0.432 o 0. 025 0. 65
AN R BRI X B 3: (UPGMA), n
R Nei (69 38 FS 15 1 RSB 46— 30 2 5 X

KRG B EEE M Amp, Dia-1, Dia-2, Dia-3,
Tdh, Mdh-1, Mdh-2, Mdh-3, Pgd-1, Pgd-2. Pgi-1.
Pgi-2.Pgm-1,Pgm-2.Skd 15 Mo &SRB EH &
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Table 2 Genetic diversity of Pteris vittata populations

=53 EE R RE {0 & B S ik EEMEETE FHEnaE
Population Sample size Mean no. of alleles per locus  Percentage of loct polymorplie.  Mean expected heterozygosity
FEH Guilin 20 1.7 80 . 253
¥l Yansban 20 1.7 60 0. 25
A4% Yonglu o0 1.7 a0 0. 25
FE#E Luzhat 20 1.7 53.3 0. 21
A Liuzhou 20 1.7 a0 0. 258
Wi, Liucheng 20 1.7 64. 7 0. 285
8% Wuming 20 1.5 48.7 0. 226
B Nanmng 20 1.7 a0 0. 233
% & Longan 20 1.6 53.3 0. 287
I H1{f Mean 20 1. 687 57.778 0. 249
Lt i MEEARNE, S dh ME{fu R B E R
= :l ic FHMULHEH. P 2 ABHR P ZSFNEE. A
' 1 FEEN Pem— LA SMIRABMTFHMOEH.HP
2l 18 B0 DI —JE B 49 Mdh-3A B Pem-1C SRR
“ *{ B R E A F T3 258 Pem-2C 0 Skd-A
® e AHEHEBOBREABER. X ISP EREATE 9
» T AMEBENSREENGE 2T ULIHNEVER.WH
= AL ER R tw LR FMEEMNS S .3 MR UERMAR
; i £ 4
5 , 22 BEREREERATER
= = R H Biosys-1 S+ 5. KB T A FVE
B i E B EERATAE FHRBREESERE
g rEg R D,
; + ; BAEXT 165 & 445 RHEHEURERNSEITSE
2l * gg R ENDHAT 0P EE A EY 50%,F
-3 BEYRESERO 49<H) MY EBREHEE
ol I g LR 342 FHBAIREH N 0. 1177, 5
} i LERHTE BERENE S S HER 7. 78%.
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. : : g‘ i _:‘: : ;é 0.251. & 0. 261, FFB 0. 275, M b 15 T8 4 % #7188
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