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Analysis of genetic diversity in Thuja sutchuenensis
populations as revealed by morphological
and molecular data
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Abstract: This study analyzed the morphological and molecular variations of six natural populations of Thuja
sutchuenensis {rom Chongging,China. The morphological characters of scale leaves were measured and the morpho-
logical differentiation was studied. The molecular variations were investigated by using Random Amplification of
Polymorphic DNA(RAPD). Considerable genetic diversity was found among and within the T. suzchuenensis popula-
tions studied, Two dendrograms were independently constructed from morphological and RAPD data and the clusters
resulting from each method were not congruent. Both two dendrograms showed little correlation between clusters and
geographic regions,and there is little correlation between clusters and ecological factors. It suggests that geographic iso-
lation and ecological factors have little influence on the evolution of the T. sutchuenensis populations. Conservation in situ
of T. sutchuenensis should be carried out and the gene flow between populations should be cautiously strengthened or not,

Key words: Thuja sutchuenensis; genetic diversity; morphological differentiation; RAPD

B (Thuja sutchuenensis) & TP (Cu- RKEMAMLUCTFERZRTEEYERBERS,

pressaceae) /B, B —F W R TR, FRERFH.
YR 1892 FH B EAH T ERENR  GHIAN
ROEKEW 3 FHTPEFEFHEYZ—,1999 EXHE
AWM. M B TUCN R4 0 RE MR LY
(L, 1991; X IE 5 %8, 2000; K Wi ARk &
2003), BMEARKTAKSA L, SFIRERENE

KRB K. 2006-09-04 # B B H5: 2006-12-13

1978), Y MG A TREERT AR O L
REUABRGFEAMTESFILARRIP K GEF
SR 45 R E A2 VY 14 77 YR AR L B AR AR KA
ERERETBRARRPEEARA). BMHEE
FEBMUR, 5 BREQODHFFTTHHEH XK
A BT, X B4R (2003) HHAT T SR BE A2 B Y

EE£MB. BXHARPHF IS (30070080) Supported by the Nationa! Natural Science Foundation of China(30070080)]
EZEEN. KB AT), B HMAEA B HAE . T ENEHY R EWE.

* 18 T 4E & (Author for correspondence, E-mail ;)


http://www.cqvip.com

688 I W MW

PO 00 http://www.cqvip.com]

27 %

GHESHEUREHZERBBEHEENR, R
Q2005 IRTEMAMGEHMHR A, FTEELE
(2005) IR T BB R RFEAMEYBEX R,

1 A7

L1 BESURR

TEEA T X, BB 6 B BEAE N AR SR & (B
D, KR IMmEmEmemi FRoOEMRELE
RERPX,ERE Mgl B #EMCRFEHHAL
FHENEEILEARP X, ERBANERSEMN
AR IR — AR FERE, TR LK.

0|
31. 65 * :
31.60 .w ::  :
31,55 |  ’,
| [
108. 6 108.7 108. 8 108. 9(E ")

Bl EMRXARFSNREHE
Fig.1 Thuja sutchuenensis populations
included in the study

Foefe 8 G EBEW,; H B, LM,
S:EFH#E: W EXKHA.

TEENFE A EIR 13~ 15 R &, F% 40 .
P TZE&RE 11 EE. BREEHN ERNE
FHER S X EAWME A, ERBE EIEERS
MERW ST . A~ RS FXF4 710 &2
B BB MIE A 5 AN 40T, B R 4T B kot
AT A, 2 B0 5% 20 R4S (R 2): 4T KR o7
RAOTR/ R ATE.OTE. R fhnt
FE R/ R g it R A ek E A L
T 9 0 T e/ B L T A R O T L E R
T M R T e SE RO T R/ B L B A T
R CEANI AT E

MG H A4 SPSS 11. 0 1 ) One-Way it ##
HHEAEESERERRAN T HEFHTEE LS
¥r. FA Hierarchical cluster 33 B X 83 4~ H
20 PR AL 83X 20 FERE AT AR L B
KT BHENBBEANEAE—ERBULEE
PHE, B —JERE 20 M HE.6 BB 6X20

M, KBS T ENR T HIENE R HRE
gR,
1.2 RAPD $ FHRIEHAR

EENEMERAN, FEIR 15 Mk, EE8
MR RS EE WO RTRBE T, B TRES S,
MARB R ERRE ., HELEEFHRA-35
THRF.

MR E CTAB ¥ #%7 DNA By B A
ZE 1 (BIO-RAD, U. S. A) Wl iF DNA # & iy %
B, 2 BXIE 4 (2003) 19 77 ik (AL 45 Rk 9 51 9)) 7
P Ei#47 PCR ¥ 1. RAPD P12 1. 5% 3
E¥EBE IR (& GoldView 3L k) e ¥k (9 V/em, 40
min) 43 B , | HEE B £ —4> 200~2 000 bp B 4
47 B # DNA Marker, ¥ % B iR & % (BIO-
RAD,Universal Hood [ ) F 3B, B 2 k3| ¥
Al ISPk EEZ—.

F7 F8 G2 G3 H10HM M L7 L8 S4 S5 W1 W2

2000

- i .
- =i *
-
1000
700

400

200 bp

B2 54 Al ISRk BEZ—
Fig.2 An example of the RAPD profiles
by one of the primers(A16)

M: BT RAIHE DNA FE 5.
M.DNA marker.

KGH) RAPD SRR IKIE B, KA 0(FE) 0 1
B mWEFHITREB M RAESHIY LB,
RGFFIWT ) ST AR EE . SRR 0.1 BdEAE
[ F POPGENE 32(Yeh %,1997) #c{ #E 47 4b 28,
BIUEEMEE S GBRE SRS E —5F
FHEMD TKF LR REE,

2 HBREAN
T 25 HE IR R B9 52355 HE AT 3R 0 E 20 B S

IR 10 TUAEHR B F K7 CERMmE & .8
BT S /5 BT I B LRSI BT RS


http://www.cqvip.com

£ 000 http://www.cqvip.com|

5 AW WEEYEMABRE SRR 689

W HEATE B R RN E AWM E YR
o T R E R ED , 2 Tk B 8 E KGR
e ge K AR A SR h T . o 0 TR o AR R
SFEE 3 TIERHE R X BR B FKE, LA E
R B0 T AN B S T AE R AR, TP S i A R AR
AN X AT BE SR DR O A g g () T R A 408k, B4
R85 454 A0k B 5 W e /D, T 0 T o R R RSN T
FIEATLERE R FE TN RER N
B LB TR 5 R E R R,

EE AERKCRE T, UEBRIERMETE
BEbiE., WREMERE . RITEMALTILE, BRW
Wk &M, MEEIEMEARNTILE,. B
ESHE I ANETEEWNLENEREAR. ZERN
AERE b M R BNAR B T W L AR e 49 W A 077, KA
BN REAARRBERR.

W EMERNESRERWE DURERS
MEE DALLES, BB ERESEERE
RITIE RE—R, Ba B TR AR, Bn i
EHNTMARREE—E. XUREHTESHLES
SEFFREFHER FAREEERRB LB,

ESFKFE L BHBERORESEERZHE
HERRERA —EE O, XTUEMENEHMLTAR
R ESTHER K. HMHEERRNEBATREESH
BARARHRE, FIHE, IR SR B BT e R
WAL, MRERFEEEE AWERT, ARE
BZEMSTERTESHEREREARAL. T/
2% (19960 BRI BRIEER K FSHREZBEFREEN
RERBER—EHMHXE.

BEHMASEMRLLER 72.09% ,Nei ZEH £
FEFEHCH 0. 301 5, Shannon j# 1% & # 8 5N
0.436 0, BB EKFE. BRXNFEHY AL HLFMR
HERE SR AR R EREN AR, H
ZHMEKTFEEETH.

ANE TR B R A R B (GsO) Y E R
0.160 4,5 B /NBEMRTE] () i 1% LA K. K48
EESEETERZNG3 4%, 5RERTHEY
B ERR EES A TREAN —MEE M.

A& JERBEE B8 —BUF S H{E N 0. 922 1,
ULHEREIRGTRRMERMBMUE. XTHEH
TURNEHLTELENKRERRES, REH THE
B BBCOR AN 5 E BRAR 5 LA S 3 2R b PR B9 /N B B R
5, JE B 1a) 2k ] 22 o o BT 1 B T R B AR £

BEAEREE M EE R (Nm) 3 E K 2.617 7,

CASE 0 5 10 15 20 25

Label Nur

F 2 ——

2
P ———

B 3 BEWMXAEREAKTELEHEREESPSS %)
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