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Abstract: Superoxide dismutase is a scavenger of superoxide anion free radical in vivo. They can effectively prevent
reactive oxygen species damage to organism. An iron superoxide dismutase gene was isolated from Isatis indigotica ,
and was named as I[iFeSOD. The full-length ¢cDNA of IiFeSOD contained a 834 bp open reading frame (ORF) and
encoded 277 amino acids, which might locate in mitchondria. Real-time PCR analysis showed that IiFeSOD had the
highest expression in leaves, then in stems, and the least in roots. The expression level of IiFeSOD could be in-
duced by NaCl. Levels of IiFeSOD transcripts could increase at three days after salt stress. However, the expres-
sion of IiFeSOD first increased and then decreased after salt stress at 100 mmol/L. Activity of SOD was also in-
duced by NaCl and showed the analogous change rule with gene expression. Studies showed that massive accumula-

tion of SOD was closely related with the stress tolerance of plants.
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