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Table 1 The parameters of chromesomes in ). versipellis ( Hance )
M. Cheng and D. pleiantha ( Hance ) Woodson
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. N ! (um) ‘ ﬁ j? {I‘ ng 1‘? tjqx Arm ratio Typ
species 0. n 0 o ota e
_ [ arm | arm | length long/short |
1 l 23.68 | 10.28 | 10,68 | 20.96 1.04 m
2 | 22,55 | 9.61 110,35 | 19,96 | 1,08 m
t b
19. "6, . 17.07 1,44 m*
N fa E 3 9.29 6.99 '6 :sg+70
D). versipellis .
18.03 6.41 9,55 15,96 1.49 m
14,91 2.76 | 10.44 13,20 3.78 | st
14.53 1,65 11,31 12.86 730 |t
1 22.47 | .26+ | 11.22| 21.96 1,05 m*
P7.48
4 b2 19.63 9.17 | 10,01 19,18 1,09 m
75 E O |
D. pleiantha | 3 17.86 7.05 10,40 | 17.45 1,48 m
4 14,98 6.07 | 8,571 14,64 1.41 m
5 14,06 2,94 10,80! 13,74 3,67 st
6 13,34 1,34 | 11.70 i 13.04 8,74 t

NAERAKARKE=112.09 #m

AREREKARKE=102.34 im
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Total length of chromosomes in D. versipellis is 112.99 #m) and D. pleiantha is
* With secondary constriction.
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A comparison of the karyotype of

D. versipellis ( Hance ) M. Cheng and D.
pleiantha ( Hance ) Woodson
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Karyotype formulae

AN I 3

| D. versipellis
2n=12=8m | 2

(2SAT)Y+
2st+ 2t

N fa E
D. ple;am‘ha

K%FEB&@%LE@&E
The position ofsecondary
constriction lying on the
chromosome

X R B AR

Range of relative length

AR 1

Margin of relative length

BHrEREE

Range of arm ratio

3*

12,86—20,96

1,04—7.30

13.03—21.96

1,056—8,74

HibaEE

Margin of arm ratio

6.26

Bl BERak
Longest,/shortest

1.63

BT 2 3 Gkt
Proportion of chromo-
somes with arm ratio> 2

0.5

Type of karyotype
symmetry

2A

2A

* RAHAEKE

* Secondary constriction on the long arm
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A STUDY ON THE KARYOTYPES OF DYSOSMA VERSIPELLIS
AND D. PLEIANTHA ENDEMIC TO CHINA

Zhang Dingcheng, Shao Jianzhang and Li Donglin
( Department of Biology, Anhui Normal University, Wuhu 211000 )

Abstract The present paper deals with the karyotype of Dysosma versipellis
( Hance ) M. Cheng and D. pleianthe ( Hance ) Woodson. The chromosome number
of the two species is 2n=12 and they have the same karyotype formula, i.e.,K(2n)
=12=8sm ( 2SAT ) +2st+2t. They all have four pairs of M-chromosomes, one pair
of ST-chromosomes and one pair of T-chromosomes. The chromosomes of one pairs
posses secondary constriction (see Table 1 and Fig. 1, 2, 3, 4); but the position
of secondary constriction lying on the chremosome is different. There are secon-—
dary constriction on the long arms of 3th pair in D). versipellis ( Hance ) M. Cheng
and on the short arms of 1th pair in D. pleianihe ( Hance ) Woodson. They both be-
long to “2A" type of Stebbins karyotype symmetrey and is generally regarded as
a more primitivé one. But their range and margin of relative length on chromo-
somes, range and margin of arm ratio and ratio of the longest chromosome to the
shortest chromosome all bave a little difference (see Table 2). D. pleiantha
( Hance ) Woodson>D. versipellis ( Hance ) M. Cheng.

The result showed a close interspecific relationship in D. versipellis ( Hance)
M. Cheng and D. pleiantha ( Hance ) Woodson. The evolution trend of karyotype is
that D. pleiantha ( Hance ) Woodson is more advanced between the two species in
karyotype. The karyotype of D. versipellis ( Hance ) M. Cheng is reported here for
the first time.
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