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Abstract After the total review of the origin and evolution of wheat genomes, a new path
of wheat evolution was suggested. Thatis, 1, T. monococcum var. urartu was the ini-
tial donor of the A genome of polyploid wheat, and after the A genome entered polyploid
wheat, there was the introgression of T. mono. var. boeoticum. 2, T. speltoides was
the initial donor of the B and G genome of polyploid wheat; After the S genome of T.
speltoides entered polyploid wheat, he had two different directions of evolution, that is,
the S genome changing into G genome through the differentiation of chromosomal organi-
zation and the S genome evoluting into B genome through foreign chromosomal substitu-
tion and recombination etc.. 3, T. turgidum and T. timopheevii may all have been o-
riginated from initial tetraploid wheat (SSAA) through natural hybridization between T.
speltoides as female parent and T. momno. var. urartu as male parent and am-

phidiploidization as well. 4, T. zhukovskyi was produced through natural hybridization
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between T. timopheevii as female parent and T. mono. var. boeoticum and am-
phidiploidization as well, so he had two groups of A genomes from 7. mono. var. urar-
tu and T. mono. var. boeoticum respectively. 5, The D genome of T. aestivum was
from T. tauschii. 6, A, B, D, or G genomes were differentiated much in polyploid
wheats and their donor species
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