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Abstract: The plant nuclear DNA content (2C-value) is a principal characteristic parameter to describe biodiversity of
plant species. For better understanding the nuclear DNA information of this plant, the nuclear DNA content of Vaccinium
bracteatum wild plants were estimated by flow cytometry (FCM). In order to establish the optimal FCM method, young
fresh leaves were taken as samples, and Oryza sativa subsp. japonica ‘ Nipponbare’ with known nuclear DNA content was
set as internal standard. The nucleus of the mixed leaf cells was isolated by GPB dissociation solution and stained with 50

wL + mL" propidium iodide (PI) with 5 min, then the PI emission fluorescence intensity was measured by flow cytome-
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try. The results were as follows: (1) The average nuclear DNA content of nine Vaccinium bracteatum plants was (1.22+

0.03) pg, the minimum value was 1.18 pg and the maximum was 1.27 pg. (2) The results were similar to the nuclear

DNA content of the known diploid plants of Vaccinium, and there was no significant differences in DNA content of plants

from different geographical origins (P >0.05). Tt is speculated that these nine V. bracteatum plants are diploid

plants. (3) The detected nuclear DNA contents ( 2C-value) of V. bracteatum can enrich the C-value database of

Vaccinium. The nuclear DNA content detection method established based on FCM for V. bracteatum can provide reference

for related research of other Vaccinium species.
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Table 1  Geographical sources of Vaccinium bracteatum plants
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Fig. 1 FCM detection analysis result for Oryza sativa subsp. japonica ‘ Nipponbare’
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Fig. 2 FCM detection analysis result for Vaccinium bracteatum
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a—1 represent the nine samples of Vaccinium bracteatum; P1 of a—i represent the GO/G1 phase peak of Oryza sativa subsp. japonica ‘ Nippon-

bare’ , and P2 of a—i represent the GO/G1 phase peak of Vaccinium bracteatum.

B3 KA HARHS 559 A~ B o SRR & R A A9 I A (S0 e 45 2R
Fig. 3 FCM detection analysis result for mixed samples of Oryza sativa subsp. japonica

‘Nipponbare’ and nine Vaccinium bracteatum samples
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Table 2 Nuclear DNA contents (2C-value) of nine Vaccinium bracteatum samples

i H KA 1 KA 2 FEA 3 FEAS 4 KA 5 KA 6 KA T FEA 8 KA 9 FHE
Ttem Sample 1 Sample 2 Sample 3~ Sample 4  Sample 5  Sample 6  Sample 7 Sample 8  Sample 9 Mean
#% DNA g 1.25 1.21 1.20 1.25 1.18 1.27 1.22 1.19 1.23 1.22+0.03
Nuclear DNA
content( pg)
FEF KN 1218.65 1184.74 1174.65 1221.33 1150.49 1238.40 119291 1163.08 1205.29 1 194.39+

Genome size( Mb)

29.07

&3 AEMIERIRAEY BRI Z

DNA & 2T ESH
Table 3 ANOVA testing for the differences in nuclear

DNA contents of samples from different provinces

FhIRAE it FHEbREE FE P1H
Province n xX+s F value P value
VLI 4 1.237 5+

Jiangsu 0.039 48
W rE 1.205 0+
Hunan 2 0.007 07 0.946 0.439
VLY 3 1.213 3+

Jiangxi 0.020 82
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