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Genetic diversity of gliadin in Triticum carthlicum
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Abstract; Genetic variations of gliadins among 96 Triticum carthlicum accessions from 16 countries were evaluated by
APAGE. Higher genetic variability was observed. A total of 55 polymorphism bands were separated, and 75 gliadin
patterns were found, among which 31 accessions shared 10 gliadin patterns and 65 accessions had unique gliadin pat-
terns. The mean genetic similarity (GS) was 0. 538, ranging from 0. 176 to 1. 000. All accessions were clustered into
5 groups. The clustering analysis suggested that the genetic relationship among T. carthlicum accessions based on the
gliadins were associated with its geographical distribution.
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BED., dRITEDEZTEE,
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BYIRMEN 1, ENIME N 0. % Nei’s(1973) 89 7 ik
THE A BHE] 8938 1% H UL R $0(GS) , GS=2Nij/(Ni+
NpDLHF Niki SMHHBNEFHLN) K SH
B ZHFHLNG i SHER ) SHBEEEY
ZAE. A GS EBER AR BB AR F 5k
(UPGMA) i AT A AR E B 43 4. BT 7
NTSYSpc2. 1 R TFi#4T.

2 HREAN

2.1 &%

APAGE B3k AT R 8, RIE F AR M X 9 96
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B 55 FEBEARNWEABAEATY. H,
w KEE, 5B 20 &, 5 BN 36.4%:a B X
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#, BN 23.6%. NG EE,PI499972,
P1470731 F1 P1532509 4 3 iy pA RV 4 B s 13 &
(Be/>), T PI272522 A2 B5 i 26 Sk (He &) . ZEM
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MMIEFEFA 10 Fh B, R R 65 G R M
WE—MEREE., N B Y o B MREE, Y. ©
REL—H,HEH 76 HB kB, «.f XZERE
EREMNMER, Y RE 32 HakEEG, AW o,y
X ERER,

R 1 96 BTN EMIERE

Table 1 Origin of 96 T. carthlicum accessions
b 3} BB H
Origin Accession Number
T H H Turkey PI1182471, P1470729, PI1470730, 38

PI470731, PI1470732, P1470733,
P1470734, P1532475, P1532476,
P1532477, P1532478, P1532479,
P1532480, P1532481, P1532482,
P1532483, PI532484, P1532485,
P1532486, PI532487, P1532488,
P1532489, P1532490, P1532491,
P1532492, P1532493, P1532494,
P1532495, P1532496, P1532497,
P1532498, PI532499, PI532500,
P1573178, PI573179, PI573180,
PI573181, PI573182

HEEE PI61102, PI78812, PI94748, 19

Georgia P194749, PI94750, PI94751,
P194752, PI94753, PI94754,
PI194755, PI115816, PI115817,
PI251914, PI352278, PI352282,
P1499972, P1585017, P1585018,
PI178813

A7 9% B¢ Former PI352279, PI352280, P1352281, 5

Soviet Union PI1532501,PI532511

% [H England PI532513, PI532514, P1532515, 5
PI532516, P1532517

B Iran PI1283887, P1283888, P1283889, 4
PI1283890

{R B 3% Russian Cltr7665, Clr7692, PI341800, 4

Federation PI349041

& kX Canada PI532505, P1532509, P1532518, 4
PI15325010

FI/RERE AS2265, AS2266, AS2267, 4

Albania AS2268

2 [ United States P1532502,PI1532506, P1532507 3

# 2 Poland P1286070,P1286071 , P1532504 3

#} F # Hungary PI272521,PI272522 2

R Iraq PI70738 1

1 [ China P1168672 1

¥ BE2F Spain P1190949 1

EERET P1349040 1

Armenia

BRERLET P1387696 1

Ethiopia

¥ . “AS2265, AS2266, AS2267 , AS2268” I I Rk K22 N E TR IR
R B AFTA BB YR £ EH ERFE R RS,

Note: “ AS2265, AS2266, AS2267, AS2268” were from Triticeae Re-
search Institute, Sichuan Agricultural University; the other accessions

were from American National Plant Germplasm System (NPGS).
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Fig. 1 APAGE patterns of some materials
1. PI61102.:2. P178813;3. P1499972:4, Cltr7665; 5. Cltr7692;6. PI1352279;
7. PI70738:8. P1470733;9. P1470734 ;10. P1349040; 11, P1387696;12.
P1532502:13, P1532506: 14, PP1532505: 15, }1{E ¥ (Chinese Spring).
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b R EDA R B iR 48 U R Bk UPGMA
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0.470 KF L& H B H — ;7 GS{H 0.538 K
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LA M RER A AR C20 ) B T BRI
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H#same k18 M), kB +HHER
PII82471 MM A BN KB VA BERAH
2 IS LTI R I B O R N o2 = S B 9
By — AR (3R 38 ). AT, AR 3 A A R RY
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U8B — & f 261, EL A A8 [F) 3 B8 3k U8 B9 44 ) 44 1
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Fig. 2 Clustering analysis based on the genetic similarity
coefficient of gliadin in T. carthlicuin
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