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Identification of cultures isolated from fruit body of
Tricholoma matsutake by rDNA-ITS sequence analysis

ZHANG Ling!-2, ZHAO Qi!, CHEN Yan-Ping!,
MENG Zhen-Gui! , LI Rong-Chun! *

C L. Insititution of Edible Fungi , Yunnan Agricultural University , Kunming 650201, China; 2. College

of Science and Information Engineering ,» Yunnan Agricultural University , Kunming 650201, China )

Abstract: A pair of general primer(ITS1-1TS4)was used to test in the amplification of the internal transcribed
spacer(ITS) region of the chromosomal DNA of fruit body of Tricholoma matsutake of Lijiang and its isolates.
The results analyzed by Agarose gel electrophoresis showed that the primers of ITS1 and ITS4 amplified about
700bp fragments for all samples. The ITS fragments of T. matsutake fruit body and its corresponding isolates
were sequenced and aligned. Their sequences of SR176H and SR176B showed a 100% homogeneity, the same
result also appeared between SR172H and SR172B. Based on these facts, SR176 H and SR172H were confirmed
to be pure cultures of T. matsutake.
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Fruit body and mycelia isolated from Tricholoma matsutake

Fig. 1
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SRI72H St BN EM B Z &, A iEBA RN BT HH Fig. 2 Electrophoresis of amplification products
SEFERE TSNk D, with a pair of primers(ITS1 and ITS4)

SR176H 1 .G(,{A fG F(JCA((‘(“LT(,AC(,CC»\.\F(W I'] 'l(AC( A(]LTCTG(‘\C/\T’[ ﬂ GTAGGCTTGGA 60

ABI8BHS7 51 GGGCATCTGCAC (J((TG\LF(L/\»’\T("J“I“HC’\FCA((‘F(:F(;('\CA TITTGTAGGC TT(;(; 110

SR176H 61  TAAATATGTCTCGAGGAAGCTCOGT TTGAGGACTGCCGTGCTGCAAMGCCAGGCTTTCC 120
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AB188557 111 TAAATATGTCTCGAGGAAGCT CGGT TTCAGGACTGCCGTGC TGCAAMGCCAGGCTTTCC 170

SRi7en 121 II‘(;FA'[ F]H(.CA(:C(I/\IG( r\lf"l IAl[:\M(,AC'ICG(r A”IGF(J\[G('AH(;I TATT IG 180

ABI8855T 171 T F(.T'\THTT((\(»C(] L\F(.C/\"ITT'J /\TTATA( '\CTC((fl ATGTC AF(;GA/\T( Tl"r\T ff(; 230

SRI76H 181 ;TT(‘( (TTL\AI"[GC(A(;]A/\AC(TTAT*\( MCI‘T”[(‘I\L\CMC(KH\T( TCTT(:G(’[C'IFC( 240

AR188557 231 ﬂ'r(f (”TT '\ »’\TTG C( AGTAAA C( ]TM ACAACTTTCA ’\(' »\\ o .G \ T ( TC 1 l"(;G C T(‘T C G ( 290
SR176H 241 ATCGATGAAGAACGCAGCGAAATGCGATAAGTAATGTGAAT TGCAGAAT TCAGTGAATCA - 300
AB188557 291 350

SRi76H 301 360

AB188557 351 'l'CX'jJ\.'\TC’I'I [G»\'\(G(AC(”] I(y(,('(K(,f l"(;(;'] '\['I(C(xi\(;(,A(uCr\l'b((’i(;l TTGAG IG 110
SR176H 361 1('\1(.‘\1\'\'{ TCTCAACCTTTTCAGC TTI"I m FGAATAGGC P]C(,»’\m T(y )(r/\()ﬂ(v H 420
AR188557 411

SR176H 421

AB188R5T7 471 (v(‘l\(;GC’]CUO\Gl\'\GIL](v(l("l(ﬂIf\AAIG ATTS \(;(GG('(‘CCC'I“FG'I'I‘GTCTAGCI\ 530

SR176H 481 TTTGG 485

ABI88S5T 531 TTTGG 535

B 3 SR176H 5 AB188557 #£ GenBank Hi# 47 BLAST KIFF ¥l 0t 4s
Fig. 3 Result of the sequence analysis between SR176 H and AB188557 in GenBank
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