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Abstract: B;Fs,a near-isogenic line(NIL)with Bph,was screened by distant hybridization of Oryza of ficinals 1665
and Oryza sativa Gui99, three molecular markers, S229703 » S403783 and S11591408, linked to Bph, were obtained
through RAPD analysis of BsFs with random primers. The result of MAPMAKER/EXP. Version 3. 0 analysis
showed that these three molecular markers were belonged to the same linkage group with Bph,the covered range was
18. 1cM and the average distance between markers was 4. 53cM. This result will facillitate the futher accurate locali-
zation and cloning the Bph gene.
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Fig. 1 Electrophoresis profiles of PCR amplification by RAPD primer S229
among some resistant and susceptible individuals

M.100bp DNA maker; S:Susceptible individuals; R;Resistant individuals; Arrow:Polymorphic bands.
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Fig. 2 Electrophoresis profiles of PCR amplification by RAPD primer S403

among some resistant and susceptible individuals

M. 100 bp DNA maker; S:Susceptible individuals; R:Resistant individuals; Arrow:Polymorphic bands.
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Fig.3 Electrophoresis profiles of PCR amplification by RAPD primer S1159
among some resistant and susceptible individuals

M.1 kb DNA maker; S:Susceptible individuals;
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R: Resistant individuals; Arrow:Polymorphic bands.
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Table 2 Results of RAPD marker analysis of NIL

PN
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nonresistance
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Fig. 4 Regional linkmap among Bph
and RAPD markers

Left . genetic distance; Right:marker site.
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